Thiazoles exhibit a wide range of biological activities and Schiff bases play an important role in many biological processes (More et al., 2001) . Schiff bases from benzaldehyde nitrogen mustards and p-aminophenylthiazole were reported to have significant anticancer activity (Modi et al., 1971). As part of our research program concerning the anticancer behaviour of thiazole Schiff bases, the title compound (I) has been synthesized and characterized ( Fig. 1 ).
In the title compound, C 24 H 28 N 2 O 4 S, the dihedral angle between the phenol ring and the thiazole ring system is 10.6 (1) , and the trimethoxyphenyl group is approximately perpendicular to the thiazole ring, the dihedral angle being 84.7 (2) . There is a strong intramolecular hydrogen-bonding interaction between the Schiff base and the hydroxy group.
Related literature
For general background, see: Modi et al. (1971) ; More et al. (2001) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT-Plus (Bruker, 2003) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL (Bruker, 2005) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: SG2213). Fig. 1 . The molecular structure of (I), with atom labels and 30% probability displacement ellipsoids for non-H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
R[F 2 > 2σ(F 2 )] = 0.045 H-atom parameters constrained wR(F 2 ) = 0.131 w = 1/[σ 2 (F o 2 ) + (0.0538P) 2 + 0.4082P] where P = (F o 2 + 2F c 2 )/3 S = 1.05 (Δ/σ) max < 0.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.63017 (5) 0.60302 (5) 0.32907 (5) 0.05115 (17) 
